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> ZAHEK293T Cells AT [F]l} 65 Cas9. puromycindfi 3 KA1 H 3 K sgRNA [ 1855 35 B YL HEK 293 T4 i - 4 3 puromycin i
165 3RAF 0 2 e FEHEK 293 TR MY o - 1] 2% A< 4 0 Py AH S 4G9 2 1) 35 IR 27 ) SR B P15 B S 5 K.
U6 sgRNA EFS  SpCas9 Flag P2APuro
BI1. AR Rk sgRNA L Cas9H puromycinii 14 115995 15 FL 28 ] /37 91 (1) G B 5 2.
> A H R JE B R R © 2l TTERL 96 E .
> ET AR i CRISPR/Cas94 RIRAF 1 2 vi 4RI, JE T CRISPR/CasOBE AR IS 11, #Hit b P36 2/3 A i R i R
AT E T H BRI RIS, P 13RI R K AE R RS R AR . IR ZAE LN A 212/3 i R H R R ms, o4
PABEATAR 2 16 H I BE R B AP DR IO 7T 1 o G0 2R A5 B ERAR 100%5E DRI S RO A AR, PTT DA A FH A 7= it 20 B ot o2 4 L
B RACE 5 RIEAT 5 70 B 4 M PR A i 8 AR 55
> YU MR T SEG I, g USR] B 30 I SIS A AT #E [ 4 6 BE 4T i Control Knockout HEK293T Cells (L00020) B #E ] GEP ) % FE 41 ffg
GFP Knockout HEK293T Cells (L00022).
> KA AR T CRISPR/Cas9H: A [ OGT 2 K] i 5 (1) )5 k(129280 pLenti-OGT-sgRNA). 1877 #(1.29281 OGT Knockout
Lentivirus). HEK293T4H/(L29282 OGT Knockout HEK293T Cells). HEK293 T 4 40 it i RIPA Z2f#38(L29283 OGT Knockout
HEK293T RIPA Lysate). HEK293 TR ¥4 ffd i) Trizol 34 f# (129284 OGT Knockout HEK293T Trizol Lysate)&5 /= i, B ARG
825 Rl 7 U A A it o A R S
> OGTH:HHEAE BT
Species Gene Symbol Gene ID GenBank Accession Transcript
Human OGT 8473 BC014434 NM._003605NM_181
About the gene
Official Symbol OGT
Previous Symbol -
Official Full Name | O-linked N-acetylglucosamine (GlIcNAc) transferase
Synonyms O-GLCNAC; HRNT1; MGC22921; FLJ23071; OGT1
Location Xql3.1
Gene Type protein-coding gene
Uniprot ID 015294
Pathway/Library others
O-linked N-acetylglucosamine (O-GIcNAc) transferase (OGT) catalyzes the addition of a single
N-acetylglucosamine in O-glycosidic linkage to serine or threonine residues. Since both phosphorylation
and glycosylation compete for similar serine or threonine residues, the two processes may compete for
Gene Summary . o . . . .
sites, or they may alter the substrate specificity of nearby sites by steric or electrostatic effects. The protein
contains nine tetratricopeptide repeats and a putative bipartite nuclear localization signal. Two
alternatively spliced transcript variants encoding distinct isoforms have been found for this gene.
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1. HEK293TH4HfRIIZ . B KIEFR:
a. ANHEK293T CellsJy A} 2 H A% K sgRNA . Cas9Fpuromycindii It (185 2 ik e 31258 puromycin i e FIT7TEL4E 2 19 £ 77
FEHEK293 T4 il .
b. AU SRAEAM RS IEER TR B IR S5 R R iz iy 0 AR IAIRE RS (TUK) s — /NI RE 5% 77 ¥ 41 g
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c. XTFUKZHMRAIN, HTKOCEmEamt, ErRPRARE IR, V2B RAREGRAE: A Ea 1K, 5EE
52958 % BT RRE A AU R A B OB R R AP L, DDA DR 4 B T = iR AR
d. USCEIVRAT A0 i 1 R D 5 A kAT 5 7%, CARAA RIS 0 RS TR ERF . W AN AT A, VRA7 40 i T 7E-80°C
SRR H
e. WHEAEL I, AFUH0.5-1ml, TG R60-90%, EIEHEIN6ecmBEFRILF . WG I 57755 R 5
i, TTCAVHAL G R 3. 5emBEFR I, X AR A K22 B o
£ SRR T IRIZ T, HR IR R A e A R IR N BE LR M, SRS S VS TE A N AR AR KORAS
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UOWRE . an SRR (2 F RIS i B OB B BRI, AT DA E B R R B R IR e IR R B R . ARG IR AL IE
W OR BB IR AR SR 7%, FE BAE T CE R IR, OREE — PSRRI, FEIMN— B3 B IR, IR R T DUS &k
BT 55 FR B E 22 5 S BN A K IAIE N, f R B A A KRS .
g AU R FRBNDMEM (high glucose)+10% FBS. 5 7ERE 7RI -F NS & 75 8 2 -5E 8 R I W AR I mT RE M40 T 75 4%,
W 7 K75 5 -8 R (100X) (C0222). [FAIE, In N9 FE 1 pg/mlffiPuromycin (ST551) . A& 441895 75 IVHEK 293 T
IR BAAR(S BiE S %293T (AR B 4H) (C6008):  https://www.beyotime.com/product/C6008.htm .
h. WA RE, FE LLE B AR 2250/ ml, SR &R AEFL200p B 2196 FLAR Hh (B L 20.5 41 D), i i B v
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2. EERENLERE:
a. X TZ M, v LLU#EIET7 Endonuclease I (T7TEDZHAT %55E, HIFEIAMAEERIZHDNA, #EsgRNAJT HI BT 5147)
HEATPCRY 1Y, SR 5 BEATTTRIBE I A LIk AT, AR 225 38 25 R I 2 R 40 G 8 5 AR A I 77 £2(D0508) BT 7 Endonuclease
I (CRISPRAE 2[RI SR 4 58 i) (D7080); ] LIS H MR M HTAR TR . 35 BT CRISPRE: PR B il 2 A3
FANIEEE IR AR, ANIE A I8 qRT-PCRXT H [ R fImRN ABEAT 5 SAG I SR Wi 75 5B 1 B 110 22 D 1 e o3k
b. KT HRRREAA, WSS PCRY 1Y HsgRNASE [ (R 5E K] Fv B G AT 3 00 e 1) 7 QAT 30 AIE , ()BT DAASE FH AR R e
PRHEATRTIN o AR 7= AR AT DA S 10— 20 077 12 B0 ot [ 4T R PR 5 23 A7 256 R w8 14D 455 5 DA B i 42 () R ) 2 D R AF 9
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LEERE) IR .3
L00020 Control Knockout HEK293T Cells 132/
100022 GFP Knockout HEK293T Cells 132 /%8
0222 R -FERH R IR (100X) 100ml
D0508S/M R 2 2 e SR A A U k) 25/1004%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (&M 2 25) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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